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<210> 1 
<211> 64 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: putative 
template molecule 

<400> 1 

tcgtgtgagg tctcagcatc ttatgtatat ttacttctat tctcagttgc ctaagctgca 60 
gcca 64 



<210> 2 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: putative 
anchor primer 

<400> 2 



gacctcacac gatggctgca gctt 



<210> 3 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: generic 
anchor primer 

<400> 3 

gacctcacac gatggctgca gctt 

<210> 4 
<211> 64 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: putative SNP 
probe 

<400> 4 

tttatatgta ttctacgact ctggagtgtg ctaccgacgt cgaatccgtt gactcttatc 
ttca 



<210> 5 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: putative SNP 
region 

<400> 5 

ctagctcgta catataaatg aagataagat cctg 

<210> 6 
<211> 30 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: putative 
anchor primer 

<400> 6 

gacctcacac gagtagcatg gctgcagctt 30 



<210> 7 
<211> 64 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: putative 
template molecule 

<400> 7 

tcgtgtgagg tctcagcatc ttatgtatat ttacttctat tctcagttgc ctaagctgca 60 
gcca 64 



<210> 8 
<211> 64 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: putative 
template molecule 

<400> 8 

tcgtgtgagg tctcagcatc ttatgtatat ttacttctat tctcagttgc ctaagctgca 60 
gcca 64 



<210> 9 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: putative 
sequencing primer 

<400> 9 

aagctgcagc catcgtgtga gg 22 
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